APPENDIX 3
ONLINE SUPPLEMENT
Supplementary plots of individual node posterior probability estimates over
intervals of extended (33 million generation) MCMC runs of the GTR+1+G and CNR-
SSG models. Numbersfor nodes are given at the right; numbering of nodes is consistent

between the two graphs for comparative purposes.
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Appendix 3a. GTR+I+G Node #
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Appendix 3b. CNR-SSG Node #
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